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ABSTRACT: Argonaute proteins are the core components of the
microRNP/RISC. The biogenesis and function of microRNAs and endo-
and exo- siRNAs are regulated by Ago2, an Argonaute protein with RNA
binding and nuclease activities. Currently, there are no in vitro assays suitable
for large-scale screening of microRNP/RISC loading modulators. We
describe a novel in vitro assay that is based on fluorescence polarization of
TAMRA-labeled RNAs loaded to human Ago2. Using this assay, we
identified potent small-molecule inhibitors of RISC loading, including
aurintricarboxylic acid (IC50 = 0.47 μM), suramin (IC50 = 0.69 μM), and
oxidopamine HCL (IC50 = 1.61 μM). Small molecules identified by this biochemical screening assay also inhibited siRNA
loading to endogenous Ago2 in cultured cells.
R
NA interference (RNAi) depends on double-stranded
RNA and induces sequence-specific gene silencing.
1−3
The endogenous RNAi pathway intersects with the microRNA
(miRNA) machinery, which in mammals regulates gene
expression by inhibiting protein synthesis and inducing
mRNA decay.
4,5 Endo- and exo-siRNAs and miRNAs are
processed in the cytoplasm by the RNase III enzyme Dicer and
loaded to Ago proteins to form effector complexes (microRNP
or RISC). Endo-siRNAs modulate innate immunity in
plants,
6−8 Drosophila,
9,10 and C. elegans.
11−13 Although the
function of mammalian endo-siRNAs is not yet understood, it
is likely that they operate primarily in oocytes,
14,15 where
miRNA function appears to be non-essential.
16 In contrast to
the elusive function of mammalian endo-siRNAs, somatic
miRNAs in mammals regulate numerous biological processes,
and their disordered expression has been linked to human
diseases.
17
In the past decade, RNAi directed by exogenously
administered small RNAs emerged as a powerful molecular
tool for gene-specific studies, complementing classic genetic
approaches. Like miRNAs and endo-siRNAs, exogenous
siRNAs are incorporated into Ago complexes.
18 Ago2 is an
RNA-guided endonuclease with the ability to form catalytically
active complexes with siRNAs/miRNAs and their precur-
sors.
18−22 In addition to its RNA binding and catalytic activity,
Ago2 competes with the cellular translation machinery
23−25 to
halt translation initiation. Ago2 has been implicated in the
biogenesis of siRNAs
26 and of miRNA subsets, either by Dicer-
independent processing of miRNA precursors
27−29 or by
mechanisms that are not yet clearly understood.
30,31 Due to
its role as regulator, carrier, and executor of miRNA/siRNA
function, Ago2 is at the core of the RNAi, and its regulation
directly affects the biology of miRNAs and siRNAs, at multiple
layers.
Recently, novel approaches have emerged for the identi-
fication of chemical modulators of miRNAs. In this limited
number of recent studies, cell-based assays have been the
predominant methodology for large-scale screenings of
compounds that enhance or inhibit miRNAs or siRNAs.
32−36
In general, these assays do not permit identification of RNAi
pathway components directly affected by the modulators. With
the exception of a recent report demonstrating inhibition of
Dicer’s function by small molecules,
33 in vitro assays utilizing
purified recombinant RISC factors have not been previously
reported.
In this study, we describe a novel method for large-scale
screening of chemical compounds that interfere with RISC
loading. In order to identify potential RISC modulators, we
used purified recombinant Ago2 to screen two collections of
small compounds: the Library of Pharmacologically Active
Compounds (LOPAC) and a custom collection of compounds
from the National Institute of Neurological Disorders and
Stroke (NINDS). Our studies established a novel in vitro
method that is based on fluorescence polarization (FP) of
TAMRA-labeled small RNAs and identified molecules that
inhibit RISC loading in vitro. Further testing using cell-based
assays demonstrated that compounds identified by large scale in
vitro screenings also inhibit de novo assembly of endogenous
RISC.
■ RESULTS AND DISCUSSION
Small Molecule Inhibition of in Vitro RISC Recon-
stitution: Results of LOPAC and NINDS Compound
Libraries Screening. A total of 1,280 compounds from the
LOPAC library (final screening concentration 100 μM) and a
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concentration 20 μM) from the National Institute of
Neurological Disorders and Stroke (NINDS) were screened
for potential inhibitors of miR-21 and Ago2 binding. The assay
is described in Methods and illustrated in Figure 1A. The
average Z-factor for the screening was ∼0.6, indicating a robust
assay.
37 A representative Z-factor plot is shown in Figure 1B.
Setting a 40% inhibition as a cutoff point, we detected 46 hits
from the LOPAC (hit rate 3.6%) and 21 hits from the NINDS
library (hit rate 2%). All hits were subjected to a 16-point, 2-
fold serial dilution (final concentration 50−0.0015 μM) dose−
response testing to determine the IC50 for Ago2:miR-21
binding inhibition. With confirmation dose−response testing of
the high-throughput screening (HTS) hits, a total of 17
compounds from the LOPAC and 8 compounds from the
NINDS library showed an IC50 <5 0μM (confirmation rate of
37%).
DNA Binding Assays. To exclude nonspecific DNA-
binding inhibitors, we next performed a counter screen of the
candidate compounds that were confirmed in the dose−
response test. In this assay, compounds were tested for
competition of ethidium bromide (EtBr) binding to DNA
(average Z-factor of 0.81). Compounds with IC50 <5 0μMi n
the EtBr competition assay were then excluded because their
activity in the Ago2:miR21 FP assay was considered a result of
nonspecific nucleic acid binding. After filtering out compounds
that were DNA binders, 12 confirmed hits from the LOPAC
and 6 confirmed hits from the NINDS library remained. Three
compounds with the lowest IC50 values, PubChem SID
29221432 (compound 1, aurintricarboxylic acid (ATA), Figure
Figure 1. (A) Principle of the fluorescence polarization (FP) screening assay for RISC loading inhibition. TAMRA-labeled siRNA is free to rotate in
the absence of Ago2, resulting in a low polarization value. The large siRNA-loaded Ago2 complex rotates more slowly, resulting in a higher
polarization value. (B) Z-factor plot of one screening plate. Graphical representation of the results of one screening plate in FP HTS assay for RISC
loading inhibition. Active controls (◇) were located in wells 1−16 and 353−368 (columns 1 and 23). Neutral controls (□) were located in wells
17−32 and 369−384 (columns 2 and 24). Compounds (Δ) were tested in wells 33−352 (columns 3−22). With 3 standard deviation as a cutoff
point, 8 compounds were identified as hits (○) in this plate. The coefficient of variation (CV) of active and neutral control was 12.4% and 3.6%
respectively, with a Z-factor of 0.64. The assay protocol is described in Methods.
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(HCL), Figure 2B), and SID 24277738 (compound 3, suramin
sodium salt, Figure 2C) were selected for cell-based assays. IC50
values were 0.47, 1.61, and 0.69 μM for ATA, oxidopamine
HCL, and suramin, respectively.
ATA Inhibits siRNA Function in Human Cells. The 3
miRNA inhibitors with the lowest IC50 values in the
biochemical screening assay were subsequently tested on the
function of endogenous RISC. Cells were co-transfected with
Renilla (RL) and Firefly (FL) Luciferase plasmids and then
treated with ATA, suramin, or oxidopamine HCL at a final
concentration of 25 μM. Subsequently, cells were transfected
with an siRNA targeting the coding sequence of RL (siLuc).
Normalized RL expression analysis revealed a robust de-
repression of RL by ATA and modest de-repression by suramin
sodium salt (Figure 3A). Oxidopamine HCL in the
concentration used had no effect on RL expression. Since
ATA was a potent inhibitor of siRNA activity in cell-based
assays, we next performed a dose−response experiment. Cells
were treated with ATA at concentrations ranging from 6.25 to
50 μM. Optimal de-repression of RL was achieved at
concentration of 25 μM. At higher concentrations (50 μM),
the efficiency of de-repression decreased, likely indicating a
saturation effect (Figure 3B). Next, we tested if ATA interferes
with siRNA inhibition of an endogenous gene using an siRNA
that targets RNA helicase A (RHA). We showed that in mouse
embryonic fibroblasts, ATA de-represses siRNA knockdown of
RHA (Figure 4). Together, these results indicate that ATA
inhibits RISC activity against transiently expressed reporters
and endogenous genes.
ATA Inhibits siRNA Loading to Endogenous Ago2.
We next examined the effect of ATA on the RNA binding and
nuclease activity of endogenous Ago2, in order to determine
whether ATA also inhibits RNA loading to Ago2 in cultured
cells. The RNA binding and catalytic activities of endogenous
Ago2 were tested in 293TRex cells treated with ATA or
oxidopamine HCL. The association of endogenous miRNAs to
Ago2 and the RISC activity of immunoprecipitated endogenous
Ago2 complexes were comparable in cells treated with ATA or
oxidopamine HCL (Figure 5A and B). Interestingly, while
endogenous miRNA:Ago2 complexes were not perturbed,
loading of exogenous siRNA (siLuc) to Ago2 was completely
inhibited by ATA (Figure 5A). These results are consistent with
those from our in vitro screening using recombinant Ago2 and
indicate that ATA inhibits RNA binding to endogenous Ago2
and de novo RISC assembly, without disturbing preformed
complexes of Ago2 with endogenous small RNAs or inhibiting
the catalytic activity of Ago2.
Recent studies have identified chemical modulators of
miRNAs and siRNAs
32−36,38 utilizing cell-based assays.
Figure 2. Structures and IC50 curves of RISC loading inhibitors SID 29221432 (A), SID 29223713 (B), and SID 24277738 (C) found to inhibit
miR-21 loading to Ago2 in vitro.
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miRNAs and to enhance their function.
34 In addition, inhibitors
and enhancers of miR-122, a miRNA required for hepatitis C
replication by the liver, have been recently reported.
36 In vitro,
Dicer processing of synthetic shRNAs modified to contain G-
quadruplexes is inhibited by porphyrazines and bisquinolinium
compounds.
33 In vitro assays utilizing purified, minimal RISC
have not been reported previously.
In our study, we undertook a novel approach by taking
advantage of our previously described in vitro RISC
reconstitution assay.
21,22 We established a robust in vitro
methodology to screen large chemical compound libraries for
modulators of RISC, by testing the binding of TAMRA-labeled
miR-21, a miRNA implicated in pathways controlling cell
proliferation and apoptosis,
39 to recombinant Ago2. Aurin-
tricarboxylic acid (ATA), oxidopamine HCL, and suramin
sodium salt reproducibly inhibited in vitro RISC reconstitution.
Suramin is a purinoceptor antagonist
40 with antihelminthic
and antiprotozoal activity.
41 It inhibits the activity of
deoxyribonucleic/ribonucleic acid (DNA/RNA) polymerase
and human immunodeficiency virus (HIV) reverse tran-
Figure 3. De-repression of siRNA-regulated Renilla Luciferase expression by ATA and suramin. (A) T-REx 293 cells were first co-transfected with
Renilla Luciferase (RL) and Firefly Luciferase (FL) plasmids. After treatment with ATA, oxidopamine-HCL, suramin sodium salt, or DMSO for 24
h, cells were transfected with Luciferase siRNA (siLuc). Results shown are average values of normalized RL/FL expression from 3 individual
experiments. (B) Dose−response curve of T-REx 293 cells co-transfected with RL and FL plasmids treated with varying amounts (DMSO/0−50
μM) of ATA, prior to siLuc transfection. The mean RL/FL ratio of 3 individual experiments is shown (error bars represent standard deviation).
Figure 4. ATA de-represses siRNA inhibition of endogenous RHA.
Mouse embryonic fibroblasts (MEFs) were treated with ATA or
DMSO and subsequently with RHA siRNA, as described in Methods.
RHA and β-tubulin were analyzed by Western blot.
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42 In our studies, suramin inhibited the binding
of miR-21 to Ago2 in vitro and had a modest effect in cell-based
assays.
Oxidopamine HCL is an adrenergic agent that has been used
extensively for the depletion of dopaminergic neurons and
experimental induction of Parkinson-like syndrome in
animals.
43 The molecular mechanisms of oxidopamine HCL
function are not well understood.
44 Although it potently
inhibited miR-21 loading to Ago2 in vitro, oxidopamine did not
interfere with loading of siRNA to endogenous RISC in cell-
based assays.
ATA is a triphenyl-methyl molecule that inhibits nucleases
and nucleic acid-binding enzymes.
45,46 When administered to
mice, ATA inhibits infectivity and replication of T cell viruses at
concentrations that are not toxic to the host cell.
47 It was
recently shown that ATA is a potent inhibitor of human flap
endonuclease inhibitor 1 (FEN1).
48 In vitro, as well as in cell-
based assays, ATA potently inhibited the loading of small RNAs
to Ago2. This inhibition was not sequence-specific, as indicated
by our experiments using three different RNAs (miR-21, siLuc,
and siRHA). Importantly, at the concentrations used in this
study, ATA blocked loading of siRNAs to endogenous Ago2
without affecting the nuclease activity of the protein or
dissociating preformed Ago2 microRNPs. This implies that
ATA targets RNA-free Ago2, either by inducing conformational
changes or, more likely, by directly blocking the RNA binding
domains of the protein. Preformed microRNPs are not affected,
likely because miRNAs bound to Ago2 preclude direct
interaction of ATA with the protein.
Our studies established a novel in vitro assay for high-
throughput screening (HTS) of chemical modulators of RISC.
This fluorescence polarization (FP) assay is simple, utilizes the
minimal RISC components, and can be readily used for large-
scale screenings. Since the assay allows for testing of individual
miRNA/siRNA loading to Ago2, it can be used to identify
modulators of specific miRNAs/siRNAs. RNAi is widely used
as a novel tool for studies of gene expression, regulation, and
function. To our knowledge, this is the first report of a tool that
can be used for high-throughput screening for modulators of
the RNAi executor. Furthermore, Ago proteins are also the
executors of the miRNA function. Thus our novel FP assay
provides a tool for HTS of modulators of a key protein in the
miRNA/siRNA pathway and can potentially have broad
applications in studies of the function of Ago and individual
miRNAs in cell biology and human disease.
Using our novel assay we identified ATA as a potent
inhibitor of de novo RISC assembly in vivo and in vitro, which
does not affect preformed endogenous miRNA complexes and
does not inhibit the catalytic activity of Ago2. Thus, ATA can
be used to study individual microRNPs or miRNAs, their half-
lives, and stability or to study the function of endogenous RNA-
free Ago2. Such studies should be planned taking into
consideration possible effects of the compounds on cell
biology. For example, ATA is a generic nuclease inhibitor,
with potentially deleterious effects at high concentrations.
However, in the relatively low concentration of 25 μM, ATA
selectively inhibits loading of siRNAs to Ago2 without affecting
other functions of the protein. Previous studies have shown that
ATA is associated with low toxicity in tissue cultures
49 and is
well-tolerated in vivo.
50 For in vitro studies of RISC assembly
using purified Ago2 and synthetic siRNAs, the direct effect of
ATA on siRNA loading versus potential “adverse” effect on the
nuclease activity of Ago2 can be assessed by different
experimental methodologies.
In summary, we established a tool for HTS of microRNP/
RISC modulators and identified compounds that can be used to
block the cycle of miRNA loading to Ago2, with applications in
RNAi and in studies of the biogenesis and function of miRNAs
in different tissues and cell lines.
■ METHODS
Expression and Purification of GST-Ago2. Recombinant
mouse Ago2 was purified and tested for RISC activity as described
in ref 22.
High-Throughput Small Molecule Screening Assay. Volumes
of 1 μL of miRNA buffer (40 mM CH3COOK, 4 mM MgCl2,1m M
DTT), 0.5 μL RNasin Ribonuclease Inhibitor, and 2.5 μL RNase-free
water were dispensed into each well of 384-well assay plates. After
pintool transfer of 100 nL of compound from DMSO compound
plates (with pure DMSO in control columns) to the assay plate, a
volume of 2 μL of TAMRA labeled miR-21 and 4 μL of GST-Ago2
were added separately to each well at a final concentration of 3.75 nM
and 150 ng respectively, in the 10 mL final reaction volume. Columns
1 and 23 of each 384-well plate received 4 μL of water instead of GST-
Ago2 to provide the minimum polarization value for each plate.
Columns 2 and 24 received 100% DMSO instead of a chemical
compound in order to determine the highest polarization signal for full
binding of the fluorescent miR-21 by GST-Ago2. The means and
standard deviations of the “no-Ago2” control columns 1 and 23 and
the “DMSO” control columns 2 and 24 were used to calculate the Z-
factor for each plate to estimate the robustness of the assay (Figure
1B). The assay plates were incubated at RT for 30 min and
Figure 5. ATA inhibits de novo RISC loading. (A) T-REx 293 cells
were first co-transfected with RL and FL plasmids for 24 h, then
treated with ATA or oxidopamine-HCl or DMSO for 24 h, and then
transfected with siLuc. RNA was isolated from immunoprecipitated
Argonaute (Ago) complexes and analyzed by Northern blot. Probes
against siLuc and Let7-a were used as indicated. (B) In vitro RISC
assay with radiolabeled Let7-a target (TGLet7-a) perfectly comple-
mentary to Let7-a using endogenous immunoprecipitated Ago2
complexes. (C) Input T-REx 293 cell lysates used for Northern Blot
(A) and immunoprecipitation (B) analyzed for Ago2 expression by
Western blot.
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calculate the millipolarization units (mP) [(mP = 1000(S − GP)/(S +
GP)]; mirror: BODIPY TMR FP Dual, excitation filter: BODIPY
TMR FP 531 nm, G = instrument factor, P = signal from PerkinElmer
BODIPY TMR FP P-pol 579 nm first emission filter, S = signal from
PerkinElmer BODIPY TMR FP S-pol 579 nm second emission filter).
A value of 3 × standard deviation was used to set the cutoff point to
select hits. Each hit from the primary HTS screen was then tested
twice using a 16-point, 2-fold dilution (final concentration 50−0.0015
μM) dose−response assay to determine the IC50 for binding inhibition
of miR-21 to Ago2. Results were plotted and analyzed using an IDBS
XLfit model 205 to calculate IC50 values.
DNA Binding Assay. Compounds were tested for their ability to
displace EtBr from DNA as an indication of the DNA-binding activity
of each compound. Vector pUC19 and ethidium bromide (EtBr) were
mixed to final concentrations of 8 μg/mL (pUC 19) and 5 μM (EtBr)
and dispensed to the intermediate plate for columns 2−22 and 24.
Columns 1 and 23 were the active control where the water and EtBr
mix was dispensed instead. Columns 2 and 24 were the neutral control
where 4 μL water was dispensed instead of chemical compound. For
dose−response tests, a volume of 100 nL of each compound from
DMSO stock plates was pintool transferred (final concentration 50−
0.0015 μM) to the assay plate (columns1, 2, 23, and 24 had 100%
DMSO instead of compounds). A volume of 6 μL of solution was
transferred from the intermediate plate to the assay plate and
incubated for 30 min at RT. The assay plate was read with EnVision
from PerkinElmer (mirror: general dual, excitation filter: 535 nM,
emission filter: 595 nM). The means and standard deviations of
neutral and active control were used to calculate Z-factor.
Source of Reagents Materials and Software Used for in Vitro
Screening. Sigma-Aldrich: Library of Pharmacologically Active
Compounds (LOPAC), potassium acetate (CH3COOK), magnesium
chloride (MgCl2), dithiothreitol (DTT). Promega: RNasin Ribonu-
clease Inhibitor.
Corning Incorporated: Corning 384-well low volume black round
bottom polystyrene NBS microplate. Greiner Bio-One North America
Inc.: polypropylene, 384 well, solid V-bottom storage microplate.
PerkinElmer Life and Analytical Sciences: EnVision Multilabel
Reader, Evolution P3 liquid handler. Thermo Scientific: Microdrop
384 Reagent Dispenser. ID business solution: IDBS XLfit.
Cell Culture, Transfection, and Luciferase Assays. T-REx 293
(Invitrogen) cells were cultured with Dulbecco’s Modified Eagle
Medium (DMEM) (Invitrogen) supplemented with 10% FBS (Sigma)
and L-glutamine (Mediatech). Cells were cultured in 100-mm dishes
and transfected at 40% confluency with 0.5 μg of pRLTK and 2 μgo f
pGL3 plasmids, using Lipofectamine 2000 (Invitrogen). Twenty-four
hours after transfection, 3 × 105 cells/mL were transferred to 6-well
plates and treated with 25 μM oxidopamine HCL (Sigma, H4381),
aurintricarboxylic acid (ATA) (Sigma, A1895), suramin sodium salt
(Sigma, S2671), or DMSO (Fisher) for additional 24 h. Treated cells
were then transfected with Silencer Renilla Luciferase siRNA
(AM4630) or Silencer Negative Control no. 1 siRNA (AM4611) in
Opti-MEM (Invitrogen) using Lipofectamine RNAiMax (Invitrogen).
Transfection media contained each of the above compounds at 25 μM
concentration. Twenty-four hours after siRNA transfection, cells were
harvested for Luciferase assays or immunopreciptation and Northern
blot. Luciferase assays were performed as described.
51,52
For RHA RNAi, mouse embryonic fibroblasts (MEFs) were first
treated with ATA (25 μM) or DMSO for 24 h, as described above.
Treated mEFs were then transfected with of RHA siRNA (25 μM,
Dharmacon ON-TARGETplus SMARTpool DHX9 no. L-056729) for
an additional 48 h. Cells were harvested, and RHA protein was
detected by Western blot (RHA antibody: Abcam, ab26271, 1:1000).
β-Tubulin was used for loading normalization (E7 ascites:
Developmental Studies Hybridoma Bank, 1:2000).
RNA Immunoprecipitation, RISC Activity Assay, and West-
ern and Northern Blot. For RNA immunoprecipitation (RIP), cells
were lysed in buffer containing 20 mM Tris-HCl, pH 7.4, 200 mM
sodium chloride, 2.5 mM magnesium chloride, and 0.5% Triton X-100,
and endogenous miRNPs were immunoprecipitated as described in ref
51. Briefly, cell lysates were first mixed with 20 μL of protein G
agarose beads (Invitrogen) preincubated with 5 μL of monoclonal
anti-Ago antibody 2A8
53 or 0.5 μL of nonimmune mouse serum, at 4
°C overnight. Agarose beads were then washed in lysis buffer. As
described previously,
5110% of total protein G agarose volume was used
for Western blot, 10% for in vitro RISC assay, and 80% for Ago2-
bound RNA isolation and Northern blot. For Ago2 detection by
Western blot, 2A8 was used in 1:1000 dilution. In vitro RISC activity
assays were performed with endogenous immunoprecipitated RISC
complexes and a radiolabeled RNA target perfectly complementary to
endogenous Let-7a-3 (TGLet7-a), as previously described.
22,54
Northern blots were hybridized with a 5′-end radiolabeled DNA
probe antisense to Renilla Luciferase siRNA (siLuc) at 37 °C
overnight or LNA probe antisense to Let7a at 42 °C overnight, and
hybridization signals were detected by autoradiography.
5′-End Labeling and Sequences of RNA, DNA, and LNA
Oligonucleotides. RNA, LNAand DNA oligonucleotides were 5′-
end radiolabeled with T4 polynucleotide kinase (NEB) as previously
described.
51 Oligonucleotide sequences:
TGLet7a: 5′-GUAUCAACCACUAUACAACCUACUACCU-
CAACGUUCAAUC-3′
Renilla Luciferase siRNA (siLuc) DNA antisense: 5′-T A G -
GAAACTTCTTGGCACC-3′
LNA-let-7a-3: 5′-AACTATACAACCTACTACCTCA-3′
■ AUTHOR INFORMATION
Corresponding Author
*E-mail: kiriakim@uphs.upenn.edu; sld@seas.upenn.edu.
Author Contributions
§These authors contributed equally to this work.
■ ACKNOWLEDGMENTS
This project was supported by the Transdisciplinary Awards
Program of the Institute for Translational Medicine and
Therapeutics (TAPITMAT) from the University of Pennsylva-
nia (M.K. and S.L.D.). The project was also supported in part
by Grant Number UL1RR024134 (S.L.D.) from the National
Center for Research Resources. The content of this report is
solely the responsibility of the authors and does not necessarily
represent the official views of the National Center for Research
Resources or the National Institutes of Health.
■ REFERENCES
(1) Carthew, R. W. (2001) Gene silencing by double-stranded RNA.
Curr. Opin. Cell Biol. 13, 244−248.
(2) Nishikura, K. (2001) A short primer on RNAi: RNA-directed
RNA polymerase acts as a key catalyst. Cell 107, 415−418.
(3) Hannon, G. J. (2002) RNA interference. Nature 418, 244−251.
(4) Filipowicz, W., Bhattacharyya, S. N., and Sonenberg, N. (2008)
Mechanisms of post-transcriptional regulation by microRNAs: are the
answers in sight? Nat. Rev. Genet. 9, 102−114.
(5) Guo, H., Ingolia, N. T., Weissman, J. S., and Bartel, D. P. (2010)
Mammalian microRNAs predominantly act to decrease target mRNA
levels. Nature 466, 835−840.
(6) Blevins, T., Rajeswaran, R., Shivaprasad, P. V., Beknazariants, D.,
Si-Ammour, A., Park, H. S., Vazquez, F., Robertson, D., Meins, F. Jr.,
Hohn, T., and Pooggin, M. M. (2006) Four plant Dicers mediate viral
small RNA biogenesis and DNA virus induced silencing. Nucleic Acids
Res. 34, 6233−6246.
(7) Stram, Y., and Kuzntzova, L. (2006) Inhibition of viruses by RNA
interference. Virus Genes 32, 299−306.
(8) Voinnet, O. (2001) RNA silencing as a plant immune system
against viruses. Trends Genet. 17, 449−459.
(9) Wang, X. H., Aliyari, R., Li, W. X., Li, H. W., Kim, K., Carthew,
R., Atkinson, P., and Ding, S. W. (2006) RNA interference directs
innate immunity against viruses in adult Drosophila. Science 312, 452−
454.
ACS Chemical Biology Articles
dx.doi.org/10.1021/cb200253h | ACS Chem. Biol. 2012, 7, 403−410 408(10) Zambon, R. A., Vakharia, V. N., and Wu, L. P. (2006) RNAi is
an antiviral immune response against a dsRNA virus in Drosophila
melanogaster. Cell Microbiol. 8, 880−889.
(11) Kawli, T., and Tan, M. W. (2008) Neuroendocrine signals
modulate the innate immunity of Caenorhabditis elegans through
insulin signaling. Nat. Immunol. 9, 1415−1424.
(12) Lu, R., Yigit, E., Li, W. X., and Ding, S. W. (2009) An RIG-I-
Like RNA helicase mediates antiviral RNAi downstream of viral siRNA
biogenesis in Caenorhabditis elegans. PLoS Pathog. 5, e1000286.
(13) Welker, N. C., Habig, J. W., and Bass, B. L. (2007) Genes
misregulated in C. elegans deficient in Dicer, RDE-4, or RDE-1 are
enriched for innate immunity genes. RNA 13, 1090−1102.
(14) Tam, O. H., Aravin, A. A., Stein, P., Girard, A., Murchison, E. P.,
Cheloufi, S., Hodges, E., Anger, M., Sachidanandam, R., Schultz, R. M.,
and Hannon, G. J. (2008) Pseudogene-derived small interfering RNAs
regulate gene expression in mouse oocytes. Nature 453, 534−538.
(15) Watanabe, T., Totoki, Y., Toyoda, A., Kaneda, M., Kuramochi-
Miyagawa, S., Obata, Y., Chiba, H., Kohara, Y., Kono, T., Nakano, T.,
Surani, M. A., Sakaki, Y., and Sasaki, H. (2008) Endogenous siRNAs
from naturally formed dsRNAs regulate transcripts in mouse oocytes.
Nature 453, 539−543.
(16) Suh, N., Baehner, L., Moltzahn, F., Melton, C., Shenoy, A.,
Chen, J., and Blelloch, R. (2010) MicroRNA function is globally
suppressed in mouse oocytes and early embryos. Curr. Biol. 20, 271−
277.
(17) Bandiera, S., Hatem, E., Lyonnet, S., and Henrion-Caude, A.
(2010) microRNAs in diseases: from candidate to modifier genes. Clin.
Genet. 77, 306−313.
(18) Liu, J., Carmell, M. A., Rivas, F. V., Marsden, C. G., Thomson, J.
M., Song, J. J., Hammond, S. M., Joshua-Tor, L., and Hannon, G. J.
(2004) Argonaute2 is the catalytic engine of mammalian RNAi. Science
305, 1437−1441.
(19) Meister, G., Landthaler, M., Patkaniowska, A., Dorsett, Y., Teng,
G., and Tuschl, T. (2004) Human Argonaute2 mediates RNA cleavage
targeted by miRNAs and siRNAs. Mol. Cell 15, 185−197.
(20) Song, J. J., Liu, J., Tolia, N. H., Schneiderman, J., Smith, S. K.,
Martienssen, R. A., Hannon, G. J., and Joshua-Tor, L. (2003) The
crystal structure of the Argonaute2 PAZ domain reveals an RNA
binding motif in RNAi effector complexes. Nat. Struct. Biol. 10, 1026−
1032.
(21) Tan, G. S., Garchow, B. G., Liu, X., Metzler, D., and Kiriakidou,
M. (2011) Clarifying mammalian RISC assembly in vitro. BMC Mol.
Biol. 12, 19.
(22) Tan, G. S., Garchow, B. G., Liu, X., Yeung, J., Morris, J. P. t.,
Cuellar, T. L., McManus, M. T., and Kiriakidou, M. (2009) Expanded
RNA-binding activities of mammalian Argonaute 2. Nucleic Acids Res.
37, 7533−7545.
(23) Kiriakidou, M., Tan, G. S., Lamprinaki, S., De Planell-Saguer,
M., Nelson, P. T., and Mourelatos, Z. (2007) An mRNA m7G cap
binding-like motif within human Ago2 represses translation. Cell 129,
1141−1151.
(24) Djuranovic, S., Zinchenko, M. K., Hur, J. K., Nahvi, A., Brunelle,
J. L., Rogers, E. J., and Green, R. (2010) Allosteric regulation of
Argonaute proteins by miRNAs. Nat. Struct. Mol. Biol. 17, 144−150.
(25) Choe, J., Cho, H., Chi, S. G., and Kim, Y. K. (2011) Ago2/
miRISC-mediated inhibition of CBP80/20-dependent translation and
thereby abrogation of nonsense-mediated mRNA decay require the
cap-associating activity of Ago2. FEBS Lett. 585, 2682−2687.
(26) Tomari, Y., Matranga, C., Haley, B., Martinez, N., and Zamore,
P. D. (2004) A protein sensor for siRNA asymmetry. Science 306,
1377−1380.
(27) Cheloufi, S., Dos Santos, C. O., Chong, M. M., and Hannon, G.
J. (2010) A dicer-independent miRNA biogenesis pathway that
requires Ago catalysis. Nature 465, 584−589.
(28) Yang, J. S., and Lai, E. C. (2010) Dicer-independent, Ago2-
mediated microRNA biogenesis in vertebrates. Cell Cycle 9, 4455−
4460.
(29) Cifuentes, D., Xue, H., Taylor, D. W., Patnode, H., Mishima, Y.,
Cheloufi, S., Ma, E., Mane, S., Hannon, G. J., Lawson, N. D., Wolfe, S.
A., and Giraldez, A. J. (2010) A novel miRNA processing pathway
independent of Dicer requires Argonaute2 catalytic activity. Science
328, 1694−1698.
(30) O’Carroll, D., Mecklenbrauker, I., Das, P. P., Santana, A.,
Koenig, U., Enright, A. J., Miska, E. A., and Tarakhovsky, A. (2007) A
Slicer-independent role for Argonaute 2 in hematopoiesis and the
microRNA pathway. Genes Dev. 21, 1999−2004.
(31) Diederichs, S., and Haber, D. A. (2007) Dual role for argonautes
in microRNA processing and posttranscriptional regulation of
microRNA expression. Cell 131, 1097−1108.
(32) Gumireddy, K., Young, D. D., Xiong, X., Hogenesch, J. B.,
Huang, Q., and Deiters, A. (2008) Small-molecule inhibitors of
microrna miR-21 function. Angew. Chem., Int. Ed. 47, 7482−7484.
(33) Henn, A., Joachimi, A., Goncalves, D. P., Monchaud, D.,
Teulade-Fichou, M. P., Sanders, J. K., and Hartig, J. S. (2008)
Inhibition of dicing of guanosine-rich shRNAs by quadruplex-binding
compounds. ChemBioChem 9, 2722−2729.
(34) Shan, G., Li, Y., Zhang, J., Li, W., Szulwach, K. E., Duan, R.,
Faghihi, M. A., Khalil, A. M., Lu, L., Paroo, Z., Chan, A. W., Shi, Z.,
Liu, Q., Wahlestedt, C., He, C., and Jin, P. (2008) A small molecule
enhances RNA interference and promotes microRNA processing. Nat.
Biotechnol. 26, 933−940.
(35) Watashi, K., Yeung, M. L., Starost, M. F., Hosmane, R. S., and
Jeang, K. T. (2010) Identification of small molecules that suppress
microRNA function and reverse tumorigenesis. J. Biol. Chem. 285,
24707−24716.
(36) Young, D. D., Connelly, C. M., Grohmann, C., and Deiters, A.
(2010) Small molecule modifiers of microRNA miR-122 function for
the treatment of hepatitis C virus infection and hepatocellular
carcinoma. J. Am. Chem. Soc. 132, 7976−7981.
(37) Zhang, J. H., Chung, T. D., and Oldenburg, K. R. (1999) A
simple statistical parameter for use in evaluation and validation of high
throughput screening assays. J. Biomol. Screening 4,6 7 −73.
(38) Deiters, A. (2009) Small molecule modifiers of the microRNA
and RNA interference pathway. AAPS J. 12,5 1 −60.
(39) Krichevsky, A. M., and Gabriely, G. (2009) miR-21: a small
multi-faceted RNA. J. Cell. Mol. Med. 13,3 9 −53.
(40) Humphrey, P. P., Buell, G., Kennedy, I., Khakh, B. S., Michel, A.
D., Surprenant, A., and Trezise, D. J. (1995) New insights on P2X
purinoceptors. Naunyn-Schmiedeberg's Arch. Pharmacol. 352, 585−596.
(41) McGeary, R. P., Bennett, A. J., Tran, Q. B., Cosgrove, K. L., and
Ross, B. P. (2008) Suramin: clinical uses and structure-activity
relationships. Mini Rev. Med. Chem. 8, 1384−1394.
(42) Collins, J. M., Klecker, R. W. Jr., Yarchoan, R., Lane, H. C.,
Fauci, A. S., Redfield, R. R., Broder, S., and Myers, C. E. (1986)
Clinical pharmacokinetics of suramin in patients with HTLV-III/LAV
infection. J. Clin. Pharmacol. 26,2 2 −26.
(43) Blandini, F., Armentero, M. T., and Martignoni, E. (2008) The
6-hydroxydopamine model: news from the past. Parkinsonism Relat.
Disord. 14 (Suppl 2), S124−129.
(44) Na, S. J., DiLella, A. G., Lis, E. V., Jones, K., Levine, D. M.,
Stone, D. J., and Hess, J. F. (2010) Molecular profiling of a 6-
hydroxydopamine model of Parkinson’s disease. Neurochem. Res. 35,
761−772.
(45) Benchokroun, Y., Couprie, J., and Larsen, A. K. (1995)
Aurintricarboxylic acid, a putative inhibitor of apoptosis, is a potent
inhibitor of DNA topoisomerase II in vitro and in Chinese hamster
fibrosarcoma cells. Biochem. Pharmacol. 49, 305−313.
(46) Hallick, R. B., Chelm, B. K., Gray, P. W., and Orozco, E. M. Jr.
(1977) Use of aurintricarboxylic acid as an inhibitor of nucleases
during nucleic acid isolation. Nucleic Acids Res. 4, 3055−3064.
(47) Balzarini, J., Mitsuya, H., De Clercq, E., and Broder, S. (1986)
Aurintricarboxylic acid and Evans Blue represent two different classes
of anionic compounds which selectively inhibit the cytopathogenicity
of human T-cell lymphotropic virus type III/lymphadenopathy-
associated virus. Biochem. Biophys. Res. Commun. 136,6 4 −71.
(48) Dorjsuren, D., Kim, D., Maloney, D. J., Wilson, D. M. 3rd, and
Simeonov, A. (2010) Complementary non-radioactive assays for
ACS Chemical Biology Articles
dx.doi.org/10.1021/cb200253h | ACS Chem. Biol. 2012, 7, 403−410 409investigation of human flap endonuclease 1 activity. Nucleic Acids Res.
39, e11.
(49) Hashem, A. M., Flaman, A. S., Farnsworth, A., Brown, E. G., Van
Domselaar, G., He, R., and Li, X. (2009) Aurintricarboxylic acid is a
potent inhibitor of influenza A and B virus neuraminidases. PLoS One
4, e8350.
(50) Matsuno, H., Kozawa, O., Niwa, M., Tanabe, K., Ichimaru, K.,
Takiguchi, Y., Yokota, M., Hayashi, H., and Uematsu, T. (1998)
Multiple inhibition of platelet activation by aurintricarboxylic acid
prevents vascular stenosis after endothelial injury in hamster carotid
artery. Thromb. Haemostasis 79, 865−871.
(51) Kiriakidou, M., Nelson, P., Lamprinaki, S., Sharma, A., and
Mourelatos, Z. (2005) Detection of microRNAs and assays to monitor
microRNA activities in vivo and in vitro. Methods Mol. Biol. 309, 295−
310.
(52) Kiriakidou, M., Nelson, P. T., Kouranov, A., Fitziev, P.,
Bouyioukos, C., Mourelatos, Z., and Hatzigeorgiou, A. (2004) A
combined computational-experimental approach predicts human
microRNA targets. Genes Dev. 18, 1165−1178.
(53) Nelson, P. T., De Planell-Saguer, M., Lamprinaki, S., Kiriakidou,
M., Zhang, P., O’Doherty, U., and Mourelatos, Z. (2007) A novel
monoclonal antibody against human Argonaute proteins reveals
unexpected characteristics of miRNAs in human blood cells. RNA
13, 1787−1792.
(54) Maniataki, E., De Planell Saguer, M. D., and Mourelatos, Z.
(2005) Immunoprecipitation of microRNPs and directional cloning of
microRNAs. Methods Mol. Biol. 309, 283−294.
ACS Chemical Biology Articles
dx.doi.org/10.1021/cb200253h | ACS Chem. Biol. 2012, 7, 403−410 410